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Genomics (¥ A 20 %7): The study of the structure, function,

evolution, and mapping of genomes, which include all of an Archaea vs Bacteria vs Euka rya

organism's genetic material. It involves sequencing DNA,
analyzing genes, and understanding their interactions. —
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Bioinformatics (4= ¥115 /& %): The application of computational
tools to store, analyze, and interpret biological data, particularly in genomics and molecular biology.
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Human Genome Project (A 35 2 [A 81t %1|): A large-scale international research initiative (1990-2003)
aimed at mapping and sequencing the entire human genome to identify and understand all human genes.
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Reference Genome (% % # [#] £H): A representative genome sequence used as a standard for comparing

and studying genetic variations across individuals and species.
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Whole-Genome Shotgun Approach (& % # 2B & it 3£ M /5): A sequencing technique that randomly breaks
DNA into fragments, sequences them, and then assembles the complete genome using computational

methods.
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Proteomics (& H i 20 27): The study of the structure, function, and interactions of proteins within an
organism, often complementing genomics.
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Proteome (& H 1 £0): The complete set of proteins expressed by a genome, cell, or organism at a given
time.
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Systems Biology (% % 4 M7%): An interdisciplinary field that studies biological systems as a whole,
integrating genomics, proteomics, and computational modeling.
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C. Elegans (% W k& iF & #1): A microscopic nematode used as a model organism in genetics and

developmental biology due to its simple genome and well-mapped cell lineage.
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Drosophila Melanogaster (2 IE 5 18 ): A fruit fly species widely used in genetic research due to its short

life cycle, ease of breeding, and well-studied genome.
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[ntergenic Sequences (¥ [# [8] /7 #'1): DNA sequences located between genes that do not code for proteins

but may have regulatory or structural functions.
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Repetitive DNA Elements (£ £ DNAJL TF): DNA sequences that are repeated multiple times in the genome,
playing roles in genome structure, evolution,; and regulation.
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Transposons (5% & F): Mobile genetic elements that can move within the genome, potentially causing

mutations or altering gene expression.
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Tandem Repeat (¥ X & & 7 %l): Repeated DNA sequences that occur adjacent to each other in a
head-to-tail manner within the genome.
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Interspersed Repeat (#% 71 2 & J¥ #): Repeated DNA sequences scattered throughout the genome, often
derived from transposons.
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Alu Sequence (AluJF%): A type of short interspersed nuclear element (SINE) found in primate genomes,

particularly abundant in humans, playing a role in genome evolution and regulation.
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Pseudogenes (i 2 [H): Non-functional gene sequences that resemble functional genes but have lost their

ability to code for proteins due to mutations.
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Repetitive DNA (£ & DNA): DNA sequences that appear multiple times in the genome, including

transposons, satellite DNA, and tandem repeats.
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Transposable Elements (¥ Ji£ JT. f): DNA sequences that can move within the genome, playing roles in

genetic diversity and genome rearrangement.
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Short Tandem Repeat (STR) (52 & BX & & 5 %'): Repeated DNA motifs of 2-6 base pairs found in the
genome, commonly used in forensic DNA profiling.
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Multigene Families (£ # [H 5 Ji%): Groups of related genes with similar sequences and functions,

originating from gene duplication events.
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Nonidentical Genes (3 Bl J8 # [H): Genes within a multigene family that have similar functions but differ in

sequence and expression patterns.
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Evo-Devo (# .k & & M3): A field of biology that studies the relationship between evolution and

development by comparing developmental processes across species.
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Homeobox (7l & & % A /& %1): A DNA sequence found in genes that regulate development by controlling

the expression of other genes.
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Hox Genes (Hox 2 A): A subset of homeobox genes that determine body plan and segment identity in

animals.
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Human Proteome (A % 5% E i £H): The complete set of proteins expressed by the human genome,

essential for understanding human biology and disease.
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